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[FEBS Lett. 586 (2012) 3698–3704]Fig. S1. MAO-B gene intron 13 regions isolated from platelets of healthy individuals (a) and patients with Parkinson disease (b) sequencing data. Reverse primer P4
for sequencing.
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Fig. S2. Branch point determination of MaoBg transcript (a) and MaoBa pre-mRNA (b) using bioinformatics approach. The data shows that about 85% probability that branch
point is within sequence...TGGATATCTCCAA (branch point is A in bold). Possible branch points are indicated by arrow. Dimorphism sites are indicated by asterisk.
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